All ESI-MS experiments were performed on a micrOTOF-Q mass spectrometer (Bruker Daltonics, Bremen, Germany) 
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NMR studies
All NMR spectra were recorded in H2O/D2O (9:1 v:v) or DMSO at 298 K. The concentration of the sample was 2.12 ×10 -4 M.(0.7 ml). For the peptide studied the following spectra were recorded 1D proton spectrum and 2D TOCSY and ROESY at mixing times of 80 and 200 ms and additionally 1 H-13 C HSQC.
Attempts of resolving the molecule sequence (ABZ 6 -Dap(O2(Cbz)) 5 -Dap(Cbz) 4 -Dap(GO1) 3 -Arg 2 -ANB-NH2 1 ) were made using 2D H 1 NMR. The first was recognized the characteristic spin system of Arg (residue 2). Next on the basis of sequential NOE effects two substituted Dap residues linked via peptide bond were assigned (residues 3, 4 and 5 respectively). 
